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Y DNA (NGS) has an
SNP every 2.5
generations®.

SNPs support a reliable
precise tree.

Add STR changes from
700 NGS STRs for a
mutation almost every
generation®.

Mitochondrial DNA
(mt) is in body of
cells (not nucleus)
and has 1000 times*
less locations tested
vs Y. mt DNA most
useful as a
disqualifier.

Autosomal DNA
washes out about 4-5
generations* back, but
great for finding
potential cousins.

* rough averages




